5 8 BT

# 1]’ Vol.46 No.8

2018 48 H ACTA ELECTRONICA SINICA Aug. 2018

FEAIL 1% 7E A AE W 45 A2 = P O E 5 0F

FOBCEGAR, TR, SR, TR
R A BRRE 5 TR BT, W K20 ,410083)

W OE: WEAEYFET AR Z B ERREAR T 12 VR 2 AR TR U, 7855 A 5% 245 ) TR0 45 453 A s 2L
N FH. BEALYEE (Random Walk ) MFRFAHLIFSI sk FEHLIE A5 , & — P BCF G TR, 76 SRl W BRI A S 45 o0 A vh AR AT
Tz R AR B T N T B W 45 A= 2 R TE R R ARSI T AR AR SC LA A Wy 45 R B, 28 T BEALIEE 4
AR ILFEATRYS , AN AR T AL BARAE 45 A 2 v o, B G5 28 1 SR T RE TN L B AR 1 s ibi (e
9 2 R T 305 A G IR 4T RNA T | 250 A SC T 45 . 3505 e T BEMLITE AR B A (28 A= 1) 2= 5 A7 26 1) 1) A
&S il AL

KR MHLEE; YN, MEEEYS; EUERY; REEY¥

FESYEKES:  TP301.6 X#kFRIRES: A XERS: 03722112 (2018)08-2035-14

FBF=Z4# URL: http://www. ejournal. org. cn DOI: 10.3969/j. issn. 0372-2112. 2018. 08. 033

Progress on Random Walk and Its Application in Network Biology

LI Min, WANG Xiao-tong, LUO Hui-min, MENG Xiang-mao, WANG Jian-xin
(School of Information Science and Engineering , Central South University , Changsha ,Hunan 410083 , China)

Abstract: Network biology,as a hot academic frontier field,has gained increasingly wide attention in international ac-
ademic circles in recent years, which plays an important role in disease research and drug discovery. Random walk is a math-
ematical model , which is widely used in financial , physical and social network analysis. Recently, it has gradually been ap-
plied in network biology,and the model has been improved constantly. Based on the biological network, this study introduces
the technology and basic theory of random walk model firstly. Then, the applications of random walk in network biology are
presented in detail, which include predicting protein functions,identifying essential proteins, predicting disease gene,discove-

ring disease related non-coding RNAs, discovering disease related things and so on. Finally,some existing problems and fu-

ture research directions of random walk in network biology research are discussed in this study.
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